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Sccani_XP_038652066.1_POU_domain_class_4_transcription_factor_3_[Scyliorhinus_canicula]

Dareri_NP_997972.1_POU_domain_class_4_transcription_factor_2_[Danio_rerio]

Pemari_XP_032811279.1_POU_domain_class_4_transcription_factor_3-like_[Petromyzon_marinus]

Xetrop_XP_002935313.1_POU_domain_class_4_transcription_factor_3_[Xenopus_tropicalis]

Stpurp_XP_786727.2_POU_domain_class_4_transcription_factor_3_[Strongylocentrotus_purpuratus]

Brlanc_Pou4F2_BLAG06001114

Harore.CG.MTP2014.S224.g10603.01.p

Pemari_XP_032812244.1_POU_domain_class_4_transcription_factor_3-like_[Petromyzon_marinus]

Sccani_XP_038632091.1_brain-specific_homeobox_POU_domain_protein_3_[Scyliorhinus_canicula]

Sccani_XP_038673788.1_POU_domain_class_4_transcription_factor_1_[Scyliorhinus_canicula]

Dareri_NP_001299795.1_POU_domain_class_4_transcription_factor_1_[Danio_rerio]

Hosapi_NP_006228.3_POU_domain_class_4_transcription_factor_1_[Homo_sapiens]

Xetrop_XP_002938977.2_POU_domain_class_4_transcription_factor_2_[Xenopus_tropicalis]

Xetrop_XP_002931972.1_POU_domain_class_4_transcription_factor_1_[Xenopus_tropicalis]

Xetrop_NP_001090776.1_POU_class_4_homeobox_1_[Xenopus_tropicalis]

Ciinte_NP_001027972.1_POU_domain_class_4_transcription_factor_[Ciona_intestinalis]

Moocci.CG.ELv1_2.S580578.g23145.01.p

Hosapi_NP_002691.1_POU_domain_class_4_transcription_factor_3_[Homo_sapiens]

Dareri_NP_001073527.1_uncharacterized_protein_LOC572084_[Danio_rerio]

Hosapi_NP_004566.2_POU_domain_class_4_transcription_factor_2_[Homo_sapiens]

Phmamm_gi|1834495223|emb|CAB3265050.1|MTP2014.S453.g08914|_POU_domain_class_4_transcription_factor_[Phallusia_mammillata]

Sccani_XP_038647877.1_POU_domain_class_4_transcription_factor_2_[Scyliorhinus_canicula]

Dareri_NP_571353.1_POU_domain_class_4_transcription_factor_3_[Danio_rerio]

Sakowa_NP_001161509.1_BRN3_transcription_factor_[Saccoglossus_kowalevskii]

Brbelc_XP_019634553.1_PREDICTED_POU_domain_class_4_transcription_factor_3-like_isoform_X1_[Branchiostoma_belcheri]
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